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F=m&#R: Daxx Rabbit Polyclonal Antibody

FERSE: APRab09795

kiR (Summary)

f#4iR (Description)
BEE(Host)
RZF3(Application)
/B RRI(Reactivity)
{BEX4(Conjugation)
{&fH(Modification)
F#h8!(Isotype)
72[&(Clonality)
FIBY(Form)

{7754 (Storage)

fittzEiK (Buffer)

#4k (Purification)

=R (Application)

Rtk (Dilution Ratio)

$F8(Molecular Weight)

Rabbit polyclonal Antibody

Rabbit

WB,IHC,ICC/IF,ELISA

Human,Mouse,Rat

Unconjugated

Unmodified

IgG

Polyclonal

Liquid

Store at 4°C short term. Aliquot and store at -20°C long term. Avoid freeze/thaw cycles.
Liquid in PBS containing 50% glycerol, 0.5% protective protein and 0.02% New type
preservative N.

Affinity purification

WB 1:500-1:2000,IHC 1:100-1:300,ICC/IF 1:200-1:1000,ELISA 1:10000-1:20000

85-115kDa

m/RE(EE (Antigen Information)

EE®=(Gene Name)
72 (Alternative Names)

HEA ID(Gene ID)
SwissProt ID

&R (Immunogen)

DAXX

DAXX; BING2; DAP6; Death domain-associated protein 6; Daxx; hDaxx; ETS1-associated
protein 1; EAP1; Fas death domain-associated protein

1616.0

QIUER7

The antiserum was produced against synthesized peptide derived from human DAXX. AA

range:361-410

fRE5= (Background)

This gene encodes a multifunctional protein that resides in multiple locations in the nucleus and in the cytoplasm. It interacts
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with a wide variety of proteins, such as apoptosis antigen Fas, centromere protein C, and transcription factor erythroblastosis
virus E26 oncogene homolog 1. In the nucleus, the encoded protein functions as a potent transcription repressor that binds to
sumoylated transcription factors. Its repression can be relieved by the sequestration of this protein into promyelocytic leukemia
nuclear bodies or nucleoli. This protein also associates with centromeres in G2 phase. In the cytoplasm, the encoded protein
may function to regulate apoptosis. The subcellular localization and function of this protein are modulated by post-
translational modifications, including sumoylation, phosphorylation and polyubiquitination. Alternative splicing results in
multiple transcript varianfunction:Proposed to mediate activation of the JNK pathway and apoptosis via MAP3K5 in response to
signaling from TNFRSF6 and TGFBR2. Interaction with HSPB1/HSP27 may prevent interaction with TNFRSF6 and MAP3KS5 and
block DAXX-mediated apoptosis. In contrast, in lymphoid cells JNC activation and TNFRSF6-mediated apoptosis may not
involve DAXX. Seems to regulate transcription in PML/POD/ND10 nuclear bodies together with PML and may influence
TNFRSF6-dependent apoptosis thereby. Down-regulates basal and activated transcription. Seems to act as a transcriptional co-
repressor and inhibits PAX3 and ETS1 through direct protein-protein interaction. Modulates PAX5 activity. Its transcription
repressor activity is modulated by recruiting it to subnuclear compartments like the nucleolus or PML/POD/ND10 nuclear
bodies through interactions with MCSR1 and PML, respectively.induction:Upon mitogenic stimulation by concanavalin
A.PTM:Phosphorylated upon DNA damage, probably by ATM or ATR. Phosphorylated by HIPK1 upon glucose
deprivation.,PTM:Polyubiquitinated; which is promoted by CUL3 and SPOP and results in proteasomal
degradation.,PTM:Sumoylated.,similarity:Belongs to the DAXX family.subcellular location:Dispersed throughout the
nucleoplasm, in PML/POD/ND10 nuclear bodies, and in nucleoli. Colocalizes with a subset of interphase centromeres, but is
absent from mitotic centromeres. Detected in cytoplasmic punctate structures. Translocates from the nucleus to the cytoplasm
upon glucose deprivation or oxidative stress.,subunit:Homomultimer. Binds to the TNFRSF6 death domain via its C-terminus
and to PAX5. Binds to SLC2A4/GLUT4, MAP3K5, TGFBR2, phosphorylated dimeric HSPB1/HSP27, CENPC1, ETS1, sumoylated
PML, UBE2Il and MCRS1. Is part of a complex containing PAX5 and CREBBP. Interacts with HIPK2 and HIPK3 via its N-terminus.
Interacts with HIPK1, which induces translocation from PML/POD/ND10 nuclear bodies to chromatin and enhances association
with HDACT1 (By similarity). The non-phosphorylated form binds to PAX3, PAX7, DEK, HDAC1, HDAC2, HDAC3, acetylated
histone H4 and histones H2A, H2B, H3 and H4. Interacts with SPOP. Part of a complex consisting of DAXX, CUL3 and SPOP.
Interacts with CBP; the interaction is dependent the sumoylation of CBP and suppresses CBP transcriptional activity via

recruitment of HDAC2 (By similarity). Interacts with HCMV tegument phosphoprotein pp71. tissue specificity:Ubiquitous.,

tH5eshtE (Research Area)
MAPK_ERK_Growth;MAPK_G_Protein;Amyotrophic lateral sclerosis (ALS);

iFS=IR (Note)

For research use only.

B/ (Image Data)
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Immunofluorescence analysis of Hela cells, using DAXX Antibody. The picture on
the right is blocked with the synthesized peptide.

293 A549A549

Western blot analysis of lysates from 293 cells and A549 cells, using DAXX Antibody.
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EnkiLife 357~ mitits
~=mEal FmiEs | Fmaik
WB fRIRT5ZE RA10020 | 2h#ki® WB BRI RERRIE
RA10021 | 4h & WB Bl R RENAIE
RA10042 | 5h#z=hk WB £RfEiFIE
RA10037 | RERFETEHREN Marker (8-180kDa)
RA10038 | RUERFEFEEH Marker (10-250kDa)
RA10039 | RERED FEEMHRER Marker (25-400kDa)
TSA SERYERERFIE | RA10008 | TSAWR=BSETERERFIAE (mIHC)
RA10009 | TSA =fRlUEZESSEREIHFIE (mIHC)
RA10010 | TSA [UtrABEZERERERFIE (MIHC)
RA10011 | TSA A "BEZESEREIHFIE (mIHC)
RA10012 | TSANIRECBEZESSEREBIHFIE (mIHC)
IHC tE = RA10006 | HRP Anti-Mouse/Rabbit IHC Detection System
RA10007 | Polymer-HRP Anti-Mouse/Rabbit IHC Detection System
nRcERFIE RE80004p | BRI EMWIES(HRP)FUAFEIHKFAIR
RE80002q | Sulfo-NHS-E#1&tmcitFAIE
REB0007p | Cy3 3¢ &EMFCHFIE
REB0011p | Fluor488 RHEFFCIHFIE
REB0017p | Fluor750 RHEFFCIHFIE
RE80005p | #4IEH(R-PE) HiAEIRCEHFIE
REB0040 | PE-Cy7 SREXRFHAMIREIRCIAFIE
et R IRS TS-0001 IRASEEMEERITE
(REBMGESRE WB IBIF) TS-0002 | EEASEE/MBEEIGE
TS-0003 | EYfRZMBEZRITEE
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