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e a (Background)

This gene encodes a large multidomain protein of the phosphoinositide 3-kinase-related kinases (PIKK) family. The

encoded protein is a common component of many histone acetyltransferase (HAT) complexes and plays a role in
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transcription and DNA repair by recruiting HAT complexes to chromatin. Deregulation of this gene may play a role in
several types of cancer including glioblastoma multiforme. Alternatively spliced transcript variants encoding multiple
isoforms have been observed for this gene. [provided by RefSeq, Sep 2011],domain:The PI3K/PI4K domain is required for
the recruitment of HAT complexes, and the MYC-dependent transactivation. Although it is strongly related to the PI3/P14-
kinase family, it lacks the typical motifs that constitute the catalytic site of PI3/Pl4-kinase proteins, and lacks such

activity., function:Adapter protein, which is found in various multiprotein chromatin complexes with histone
acetyltransferase activity (HAT), which gives a specific tag for epigenetic transcription activation. Component of the NuA4
histone acetyltransferase complex which is responsible for acetylation of nucleosomal histones H4 and H2A. Plays a central
role in MYC (c-Myc) transcription activation, and also participates in cell transformation by MYC. Required for p53/TP53-,
E2F1- and E2F4-mediated transcription activation. Also involved in transcription activation mediated by the adenovirus E1A,
a viral oncoprotein that deregulates transcription of key genes. Probably acts by linking transcription factors such as E1A,
MYC or E2F1 to HAT complexes such as STAGA thereby allowing transcription activation. Probably not required in the steps
following histone acetylation in processes of transcription activation. May be required for the mitotic checkpoint and
normal cell cycle progression.,similarity:Belongs to the PI3/Pl4-kinase family. TRA1 subfamily.,similarity:Contains 1 FAT
domain.,similarity:Contains 1 FATC domain.,similarity:Contains 1 PI3K/PI4K domain.,subunit:Interacts with MYC, E2F1 and
E2F4 transcription factors. Interacts directly with p53/TP53. Interacts with GCN5L2. Component of various HAT complexes.
Component of the PCAF complex, at least composed of TADA2L/ADA2, SUPT3H, TADA3L/ADA3, TAF5L/PAF65-beta,
TAF6L/PAF65-alpha, TAF10/TAFII30, TAF12/TAFII20, TAF9/TAFII31 and TRRAP. Component of the TFTC-HAT complex, at
least composed of TAF5L, TAF6L, TADA3L, SUPT3H/SPT3, TAF2/TAFII150, TAF4/TAFII135, TAF5/TAFII100, GCN5L2/GCNS5,
TAF10 and TRRAP. Component of the NuA4 histone acetyltransferase complex which contains the catalytic subunit
HTATIP/TIP60 and the subunits EP400, TRRAP/PAF400, BRD8/SMAP, EPC1, DMAP1/DNMAP1, RUVBL1/TIP49, RUVBLZ,
ING3, actin, ACTL6A/BAF53A, MORF4L1/MRG15, MORF4L2/MRGX, MRGBP, YEATS4/GAS41, VPS72/YL1 and EAF6.
Component of the STAGA complex, at least composed of SUPT3H, GCN5L2, SUPT7L, TAFSL, TAF6L, TADA3L, TAD1L, TAF10,
TAF12, TRRAP and TAF9. The STAGA core complex is associated with a subcomplex required for histone deubiquitinylation
composed of ATXN7L3, ENY2 and USP22. Component of the BAF53 complex, at least composed of BAF53A, RUVBL1,
SMARCA4/BRG1, and TRRAP, which preferentially acetylates histone H4 (and H2A) within nucleosomes. Interacts with
NPAT.,

ifstsntask (Research Area)

Epigenetics and Nuclear Signaling; Transcription; Co-factors
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EDTA,pH9.0 was used for antigen retrieval. 3,Secondary antibody was diluted at 1:200 (room temperature, 45min) .

iEEEIT (Note)

For research use only .
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