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Fm#&fR: Dnmt1 (6V9) Rabbit Monoclonal Antibody

RS AMRe10088

Fmtiti® (Summary)

f#4iR (Description)
BEE(Host)
RZF3(Application)
/B RRI(Reactivity)
{BEX4(Conjugation)
{&fH(Modification)
F#h8!(Isotype)
72[&(Clonality)
FIBY(Form)

{7754 (Storage)

fi#tFiaik (Buffer)
#5{k (Purification)

FEERRIE (Application)

#&EELk (Dilution Ratio)

$FE(Molecular Weight)

Recombinant rabbit monoclonal antibody

Rabbit

WB,ICC/IF,FC,IP

Human

Unconjugated

Unmodified

IgG

Monoclonal

Liquid

Store at 4°C short term. Aliquot and store at -20°C long term. Avoid freeze/thaw cycles.
Rabbit IgG in phosphate buffered saline , pH 7.4, 150mM NaCl, 0.02% New type preservative
N and 50% glycerol. Store at +4°C short term. Store at -20°C long term. Avoid freeze / thaw
cycle.

Affinity purification

WB 1:500-1:2000,ICC/IF 1:20-1:50,FC 1:20-1:100,IP 1:20-1:50

183kDa

RS2 (Antigen Information)

EE®&(Gene Name)
7l (Alternative Names)

EE ID(Gene ID)
SwissProt ID
&R (Immunogen)

DNMT1

ADCADN; CXXC finger protein 9; CXXC9; DNA methyltransferase 1; DNA MTase; Dnmt1o;
HSN1E; M.Hsal; MCMT; Met1; MommeD2;

1786.0

P26358

A synthetic peptide of human Dnmt1

5SS (Background)

Methylation of DNA at cytosine residues in mammalian cells is a heritable, epigenetic modification that is critical for proper
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regulation of gene expression, genomic imprinting and development. It is responsible for maintaining methylation patterns
established in development. DNA methylation is coordinated with methylation of histones. Mediates transcriptional repression
by direct binding to HDAC2. Methylates CpG residues. Preferentially methylates hemimethylated DNA. Associates with DNA
replication sites in S phase maintaining the methylation pattern in the newly synthesized strand, that is essential for epigenetic
inheritance. Associates with chromatin during G2 and M phases to maintain DNA methylation independently of replication. It is
responsible for maintaining methylation patterns established in development. DNA methylation is coordinated with
methylation of histones. Mediates transcriptional repression by direct binding to HDAC2. In association with DNMT3B and via
the recruitment of CTCFL/BORIS, involved in activation of BAG1 gene expression by modulating dimethylation of promoter
histone H3 at H3K4 and H3K9. Probably forms a corepressor complex required for activated KRAS- mediated promoter
hypermethylation and transcriptional silencing of tumor suppressor genes (TSGs) or other tumor-related genes in colorectal
cancer (CRC) cells (PubMed:24623306). Also required to maintain a transcriptionally repressive state of genes in
undifferentiated embryonic stem cells (ESCs) (PubMed:24623306). Associates at promoter regions of tumor suppressor genes

(TSGs) leading to their gene silencing (PubMed:24623306). Promotes tumor growth (PubMed:24623306).

if5cdhl® (Research Area)

Epigenetics and Nuclear Signaling

iTEEIR (Note)

For research use only.

B/ (Image Data)

. 1 2 Western blot analysis of Dnmt1 expression in (1) HEK293 cell lysate; (2) NIH/3T3 cell
20— lysate.
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~=mEal FmiEs | Fmaik
WB fRIRT5ZE RA10020 | 2h#ki® WB BRI RERRIE
RA10021 | 4h & WB Bl R RENAIE
RA10042 | 5h#z=hk WB £RfEiFIE
RA10037 | RERFETEHREN Marker (8-180kDa)
RA10038 | RUERFEFEEH Marker (10-250kDa)
RA10039 | RERED FEEMHRER Marker (25-400kDa)
TSA SERYERERFIE | RA10008 | TSAWR=BSETERERFIAE (mIHC)
RA10009 | TSA =fRlUEZESSEREIHFIE (mIHC)
RA10010 | TSA [UtrABEZERERERFIE (MIHC)
RA10011 | TSA A "BEZESEREIHFIE (mIHC)
RA10012 | TSANIRECBEZESSEREBIHFIE (mIHC)
IHC tE = RA10006 | HRP Anti-Mouse/Rabbit IHC Detection System
RA10007 | Polymer-HRP Anti-Mouse/Rabbit IHC Detection System
nRcERFIE RE80004p | BRI EMWIES(HRP)FUAFEIHKFAIR
RE80002q | Sulfo-NHS-E#1&tmcitFAIE
REB0007p | Cy3 3¢ &EMFCHFIE
REB0011p | Fluor488 RHEFFCIHFIE
REB0017p | Fluor750 RHEFFCIHFIE
RE80005p | #4IEH(R-PE) HiAEIRCEHFIE
REB0040 | PE-Cy7 SREXRFHAMIREIRCIAFIE
et R IRS TS-0001 IRASEEMEERITE
(REBMGESRE WB IBIF) TS-0002 | EEASEE/MBEEIGE
TS-0003 | EYfRZMBEZRITEE
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