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it (Summary)

FEERB#R (Production Name) PSMD14 (10P7) Rabbit Monoclonal Antibody
iR (Description) Recombinant rabbit monoclonal antibody

fBE (Host) Rabbit

R (Application) WB,IHC,ICC/IF

MERRIME (Reactivity) Human,Mouse,Rat

FEsatdsE (Performance)

{8EX¥) (Conjugation) Unconjugated
{&ih (Modification) Unmodified
FI#BY (Isotype) I9G

5fE (Clonality) Monoclonal
fsat (Form) Liquid

. Store at 4°C short term. Aliquot and store at -20°C long term. Avoid
f#hi%BE (Storage)
freeze/thaw cycles.
Rabbit IgG in phosphate buffered saline , pH 7.4, 150mM NaCl, 0.02% New
fi#FaiK (Buffer) type preservative N and 50% glycerol. Store at +4°C short term. Store at -
20°C long term. Avoid freeze / thaw cycle.

#tB (Purification) Affinity purification

®EREE (Immunogen)

HER (Gene Name) PSMD14
26S proteasome non-ATPase regulatory subunit 14; PAD1; POH1; Psmd14;
A& (Alternative Names)
RPN11;
HME ID (Gene ID) 10213.0
ERID (SwissProt ID) 000487.
Fmif (Application)
##ELL (Dilution Ratio) WB 1:1000-1:5000,IHC 1:200-1:1000,ICC/IF 1:200-1:1000

EBRSF= (Molecular Weight)  35kDa
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HRES (Background)

Metalloprotease component of the 26S proteasome that specifically cleaves 'Lys-63'-linked polyubiquitin chains. The 26S
proteasome is involved in the ATP-dependent degradation of ubiquitinated proteins. The function of the 'Lys-63'-specific
deubiquitination of the proteasome is unclear. Component of the 26S proteasome, a multiprotein complex involved in the
ATP-dependent degradation of ubiquitinated proteins. This complex plays a key role in the maintenance of protein
homeostasis by removing misfolded or damaged proteins, which could impair cellular functions, and by removing proteins
whose functions are no longer required. Therefore, the proteasome participates in numerous cellular processes, including
cell cycle progression, apoptosis, or DNA damage repair. The PSMD14 subunit is a metalloprotease that specifically cleaves
'Lys-63'-linked polyubiquitin chains within the complex. Plays a role in response to double-strand breaks (DSBs): acts as a
regulator of non-homologous end joining (NHEJ) by cleaving 'Lys-63'-linked polyubiquitin, thereby promoting retention of
JMJD2A/KDM4A on chromatin and restricting TP53BP1 accumulation. Also involved in homologous recombination repair

by promoting RAD51 loading.

stk (Research Area)
Cell Biology

B/ (Image Data)
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Western blot analysis of PSMD14 expression in Hela cell lysate.

F=EIT (Note)

For research use only .
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