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f#&i® (Description)
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SATB2 (16T7) Rabbit Monoclonal Antibody
Recombinant rabbit monoclonal antibody
Rabbit

WB,IHC,ICC/IF,FC

Human,Mouse,Rat

Unconjugated

Unmodified

19G

Monoclonal

Liquid

Store at 4°C short term. Aliquot and store at -20°C long term. Avoid
freeze/thaw cycles.

Rabbit IgG in phosphate buffered saline , pH 7.4, 150mM NaCl, 0.02% New
type preservative N and 50% glycerol. Store at +4°C short term. Store at -
20°C long term. Avoid freeze / thaw cycle.

Affinity purification

SATB2

GLSS; SATB family member 2; SATB homeobox 2; SATB2;Special AT rich
sequence binding protein 2;

23314.0

QI9UPWG.

WB 1:1000-1:5000,IHC 1:100-1:200,ICC/IF 1:100-1:200,FC 1:200-1:1000
83kDa
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HRES (Background)

Binds to DNA, at nuclear matrix- or scaffold-associated regions. Thought to recognize the sugar-phosphate structure of
double-stranded DNA. Transcription factor controlling nuclear gene expression, by binding to matrix attachment regions
(MARs) of DNA and inducing a local chromatin-loop remodeling. Acts as a docking site for several chromatin remodeling
enzymes and also by recruiting corepressors (HDACs) or coactivators (HATSs) directly to promoters and enhancers. Binds to
DNA, at nuclear matrix- or scaffold-associated regions. Thought to recognize the sugar-phosphate structure of double-
stranded DNA. Transcription factor controlling nuclear gene expression, by binding to matrix attachment regions (MARs) of
DNA and inducing a local chromatin-loop remodeling. Acts as a docking site for several chromatin remodeling enzymes
and also by recruiting corepressors (HDACs) or coactivators (HATs) directly to promoters and enhancers. Required for the
initiation of the upper-layer neurons (UL1) specific genetic program and for the inactivation of deep-layer neurons (DL) and
UL2 specific genes, probably by modulating BCL11B expression. Repressor of Ctip2 and regulatory determinant of
corticocortical connections in the developing cerebral cortex. May play an important role in palate formation. Acts as a

molecular node in a transcriptional network regulating skeletal development and osteoblast differentiation.

tAssntsk (Research Area)

Neuroscience

B/ (Image Data)
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Western blot analysis of SATB2 expression in Saos-2 cell lysate.

iE=HIR (Note)

For research use only .
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